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<160> 6 
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<210> 1 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 1 

ggcggcttgt aaacagta 18 

<210> 2 

<211> 18 

<212> DNA 

<213> Homo sapiens 



<210> 3 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Sense 



<400> 2 



cacgaagaac 



tggttcca 



18 



oligonucleotide 



1/7 



<400> 3 

atgacaaatg ttcggcgg 18 

<210> 4 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Sense 
oligonucleotide 

<400> 4 

accttggtca agaagcac 18 

<210> 5 

<211> 2625 

<212> DNA 

<213> homo sapien 



<400> 5 
cggcagccct 


gacgtgatga 


gctcaaccag 


cagagacatt 


ccatcccaag 


agaggtctgc 


60 


gtgacgcgtc 


cgggaggcca 


ccctcagcaa 


gaccaccgta 


cagttggtgg 


aaggggtgac 


120 


agctgcattc 


tcctgtgcct 


accacgtaac 


caaaaatgaa 


ggagaactac 


tgtttacaag 


180 


ccgccctggt 


gtgcctgggc 


atgctgtgcc 


acagccatgc 


ctttgcccca 


gagcggcggg 


240 


ggcacctgcg 


gccctccttc 


catgggcacc 


atgagaaggg 


caaggagggg 


caggtgctac 


300 


agcgctccaa 


gcgtggctgg 


gtctggaacc 


agttcttcgt 


gatagaggag 


tacaccgggc 


360 


ctgaccccgt 


gcttgtgggc 


aggcttcatt 


cagatattga 


ctctggtgat 


gggaacatta 


420 


aatacattct 


ctcaggggaa 


ggagctggaa 


ccatttttgt 


gattgatgac 


aaatcaggga 


480 


acattcatgc 


caccaagacg 


ttggatcgag 


aagagagagc 


ccagtacacg 


ttgatggctc 


540 


aggcggtgga 


cagggacacc 


aatcggccac 


tggagccacc 


gtcggaattc 


attgtcaagg 


600 


tccaggacat 


taatgacaac 


cctccggagt 


tcctgcacga 


gacctatcat 


gccaacgtgc 


660 


ctgagaggtc 


caatgtggga 


acgtcagtaa 


tccaggtgac 


agcttcagat 


gcagatgacc 


720 


ccacttatgg 


aaatagcgcc 


aagttagtgt 


acagtatcct 


cgaaggacaa 


ccctattttt 


780 


cggtggaagc 


acagacaggt 


atcatcagaa 


cagccctacc 


caacatggac 


agggaggcca 


840 
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* 


• 






• 




aggaggagta 


ccacgtggtg 


atccaggcca 


aggacatggg 


tggacatatg 


ggcggactct 


900 


cagggacaac 


caaagtgacg 


atcacactga 


ccgatgtcaa 


tgacaaccca 


ccaaagtttc 


960 


cgcagaggct 


ataccagatg 


tctgtgtcag 


aagcagccgt 


ccctggggag 


gaagtaggaa 


1020 


gagtgaaagc 


taaagatcca 


gacattggag 


aaaatggctt 


agtcacatac 


aatattgttg 


1080 


atggagatgg 


tatggaatcg 


tttgaaatca 


caacggacta 


tgaaacacag 


gagggggtga 


1140 


taaagctgaa 


aaagcctgta 


gattttgaaa 


ccgaaagagc 


ctatagcttg 


aaggtagagg 


1200 


cagccaacgt 


gcacatcgac 


ccgaagttta 


tcagcaatgg 


ccctttcaag 


gacactgtga 


1260 


ccgtcaagat 


ctcagtagaa 


gatgctgatg 


agccccctat 


gttcttggcc 


ccaagttaca 


1320 


tccacgaagt 


ccaagaaaat 


gcagctgctg 


gcaccgtggt 


tgggagagtg 


catgccaaag 


1380 


accctgatgc 


tgccaacagc 


ccgataaggt 


attccatcga 


tcgtcacact 


gacctcgaca 


1440 


gatttttcac 


tattaatcca 


gaggatggtt 


ttattaaaac 


tacaaaacct 


ctggatagag 


1500 


aggaaacagc 


ctggctcaac 


atcactgtct 


ttgcagcaga 


aatccacaat 


cggcatcagg 


1560 


aagcccaagt 


cccagtggcc 


attagggtcc 


ttgatgtcaa 


cgataatgct 


cccaagtttg 


1620 


ctgcccctta 


tgaaggtttc 


atctgtgaga 


gtgatcagac 


caagccactt 


tccaaccagc 


1680 


caattgttac 


aattagtgca 


gatgacaagg 


atgacacggc 


caatggacca 


agatttatct 


1740 


tcagcctacc 


ccctgaaatc 


attcacaatc 


caaatttcac 


agtcagagac 


aaccgagata 


1800 


acacagcagg 


cgtgtacgcc 


cggcgtggag 


ggttcagtcg 


gcagaagcag 


gacttgtacc 


1860 


ttctgcccat 


agtgatcagc 


gatggcggca 


tcccgcccat 


gagtagcacc 


aacaccctca 


1920 


ccatcaaagt 


ctgcgggtgc 


gacgtgaacg 


gggcactgct 


ctcctgcaac 


gcagaggcct 


1980 


acattctgaa 


cgccggcctg 


agcacaggcg 


ccctgatcgc 


catcctcgcc 


tgcatcgtca 


2040 


ttctcctggt 


cattgtagta 


ttgtttgtga 


ccctgagaag 


gcaaaagaaa 


gaaccactca 


2100 


ttgtctttga 


ggaagaagat 


gtccgtgaga 


acatcattac 


ttatgatgat 


gaagggggtg 


2160 


gggaagaaga 


cacagaagcc 


tttgatattg 


ccaccctcca 


gaatcctgat 


ggtatcaatg 


2220 


gatttatccc 


ccgcaaagac 


. atcaaacctg 


agtatcagta 


catgcctaga 


cctgggctcc 


2280 


ggccagcgcc 


caacagcgtg 


gatgtcgatg 


acttcatcaa 


cacgagaata 


caggaggcag 


2340 


acaatgaccc 


cacggctcct 


ccttatgact 


ccattcaaat 


ctacggttat 


gaaggcaggg 


2400 


gctcagtggc 


cgggtccctg 


agctccctag 


agtcggccac 


cacagattca 


gacttggact 


2460 


atgattatct 


acagaactgg 


ggacctcgtt 


ttaagaaact 


agcagatttg 


tatggttcca 


2520 


aagacacttt 


tgatgacgat 


tcttaacaat 


aacgatacaa 


atttggcctt 


aagaactgtg 


2580 


tctggcgttc 


tcaagaatct 


agaagatgtg 


taacaggtat 


ttttt 




2625 



<210> 6 
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<211> 796 
<212> PRT 
<213> homo sapiens 

<400> 6 

Met Lys Glu Asn Tyr Cys Leu Gin Ala Ala Leu Val Cys Leu Gly Met 
15 10 15 



Leu Cys His Ser His Ala Phe Ala Pro Glu Arg Arg Gly His Leu Arg 
20 25 30 



Pro Ser Phe His Gly His His Glu Lys Gly Lys Glu Gly Gin Val Leu 
35 40 45 . 



Gin Arg Ser Lys Arg Gly Trp Val Trp Asn Gin Phe Phe Val lie Glu 
50 55 60 



Glu Tyr Thr Gly Pro Asp Pro Val Leu Val Gly Arg Leu His Ser Asp 
65 70 75 80 



lie Asp Ser Gly Asp Gly Asn lie Lys Tyr lie Leu Ser Gly Glu Gly 
85 90 95 



Ala Gly Thr lie Phe Val lie Asp Asp Lys Ser Gly Asn lie His Ala 
100 105 110 



Thr Lys Thr Leu Asp Arg Glu Glu Arg Ala Gin Tyr Thr Leu Met Ala 
115 120 125 



Gin Ala Val Asp Arg Asp Thr Asn Arg Pro Leu Glu Pro Pro Ser Glu 
130 135 140 



Phe He Val Lys Val Gin Asp He Asn Asp Asn Pro Pro Glu Phe Leu 
145 150 155 160 



His Glu Thr Tyr His Ala Asn Val Pro Glu Arg Ser Asn Val Gly Thr 
165 170 175 



Ser Val He Gin Val Thr Ala Ser Asp Ala Asp Asp Pro Thr Tyr Gly 
180 185 190 



Asn Ser Ala Lys Leu Val Tyr Ser He Leu Glu Gly Gin Pro Tyr Phe 
195 200 205 
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Ser Val Glu Ala Gin Thr Gly lie lie Arg Thr Ala Leu Pro Asn Met 
210 215 220 



Asp Arg Glu Ala Lys Glu Glu Tyr His Val Val lie Gin Ala Lys Asp 
225 230 235 240 



Met Gly Gly His Met Gly Gly Leu Ser Gly Thr Thr Lys Val Thr lie 
245 250 255 



Thr Leu Thr Asp Val Asn Asp Asn Pro Pro Lys Phe Pro Gin Arg Leu 
260 265 270 



Tyr Gin Met Ser Val Ser Glu Ala Ala Val Pro Gly Glu Glu Val Gly 
275 280 285 



Arg Val Lys Ala Lys Asp Pro Asp lie Gly Glu Asn Gly Leu Val Thr 
290 295 300 



Tyr Asn lie Val Asp Gly Asp Gly Met Glu Ser Phe Glu lie Thr Thr 
305 310 315 320 



Asp Tyr Glu Thr Gin Glu Gly Val lie Lys Leu Lys Lys Pro Val Asp 
325 330 335 



Phe Glu Thr Glu Arg Ala Tyr Ser Leu Lys Val Glu Ala Ala Asn Val 
340 345 350 



His lie Asp Pro Lys Phe lie Ser Asn Gly Pro Phe Lys Asp Thr Val 
355 360 365 



Thr Val Lys lie Ser Val Glu Asp Ala Asp Glu Pro Pro Met Phe Leu 
370 375 380 



Ala Pro Ser Tyr lie His Glu Val Gin Glu Asn Ala Ala Ala Gly Thr 
385 390 395 400 



Val Val Gly Arg Val His Ala Lys Asp Pro Asp Ala Ala Asn Ser Pro 
405 410 415 



lie Arg Tyr Ser lie Asp Arg His Thr Asp Leu Asp Arg Phe Phe Thr 
420 425 430 



lie Asn Pro Glu Asp Gly Phe lie Lys Thr Thr Lys Pro Leu Asp Arg 
435 440 445 



Glu Glu Thr Ala Trp Leu Asn lie Thr Val Phe Ala Ala Glu He His 
450 455 460 
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Asn Arg His Gin Glu Ala Gin Val Pro Val Ala lie Arg Val Leu Asp 
465 470 475 480 



Val Asn Asp Asn Ala Pro Lys Phe Ala Ala Pro Tyr Glu Gly Phe lie 
485 490 495 



Cys Glu Ser Asp Gin Thr Lys Pro Leu Ser Asn Gin Pro lie Val Thr 
500 505 510 



lie Ser Ala Asp Asp Lys Asp Asp Thr Ala Asn Gly Pro Arg Phe lie 
515 520 525 



Phe Ser Leu Pro Pro Glu lie lie His Asn Pro Asn Phe Thr Val Arg 
530 535 540 



Asp Asn Arg Asp Asn Thr Ala Gly Val Tyr Ala Arg Arg Gly Gly Phe 
545 550 555 560 



Ser Arg Gin Lys Gin Asp Leu Tyr Leu Leu Pro lie Val lie Ser Asp 
565 570 ■ 575 



Gly Gly lie Pro Pro Met Ser Ser Thr Asn Thr Leu Thr lie Lys Val 
580 585 590 



Cys Gly Cys Asp Val Asn Gly Ala Leu Leu Ser Cys Asn Ala Glu Ala 
595 600 605 



Tyr lie Leu Asn Ala Gly Leu Ser Thr Gly Ala Leu lie Ala lie Leu 
610 615 620 



Ala Cys He Val He Leu Leu Val He Val Val Leu Phe Val Thr Leu 
625 630 635 640 



Arg Arg Gin Lys Lys Glu Pro Leu He Val Phe Glu Glu Glu Asp Val 
645 650 655 



Arg Glu Asn He He Thr Tyr Asp Asp Glu Gly Gly Gly Glu Glu Asp 
660 665 670 



Thr Glu Ala Phe Asp He Ala Thr Leu Gin Asn Pro Asp Gly He Asn 
675 680 685 



Gly Phe He Pro Arg Lys Asp He Lys Pro Glu Tyr Gin Tyr Met Pro 
690 695 700 



Arg Pro Gly Leu Arg Pro Ala Pro Asn Ser Val Asp Val Asp Asp Phe 
705 710 715 720 
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lie Asn Thr Arg lie Gin Glu Ala Asp Asn Asp Pro Thr Ala Pro Pro 
725 730 • 735 



Tyr Asp Ser lie Gin lie Tyr Gly Tyr Glu Gly Arg Gly Ser Val Ala 
740 745 750 



Gly Ser Leu Ser Ser Leu Glu Ser Ala Thr Thr Asp Ser Asp* Leu Asp 
755 760 765 



Tyr Asp Tyr Leu Gin Asn Trp Gly Pro Arg Phe Lys Lys Leu Ala Asp 
770 775 780 



Leu Tyr Gly Ser Lys Asp Thr Phe Asp Asp Asp Ser 
785 790 795 
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